
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 
 
                                                           Research Paper 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
  

  www.impactaging.com     AGING, April 2014, Vol. 6, No 4

Mitochondria hyperfusion and elevated autophagic activity are key 
mechanisms for cellular  bioenergetic preservation in centenarians 
 
Gianluca Sgarbi1*, Paola Matarrese2,3*, Marcello Pinti4, Catia Lanzarini5, Barbara Ascione2, Lara 
Gibellini4, Emi Dika5, Annalisa Patrizi5, Chiara Tommasino2, Miriam Capri5,6, Andrea Cossarizza7, 
Alessandra Baracca1, Giorgio Lenaz1, Giancarlo Solaini1, Claudio Franceschi5,6,8,9, Walter 
Malorni2,10, and Stefano Salvioli5,6      
 
1DIBINEM, Department of Biomedical and Neuromotor Sciences University of Bologna, 40126 Bologna, Italy. 
2Department of Therapeutic Research and Medicine Evaluation, Istituto Superiore di Sanità, 00161 Rome, Italy. 
3Center of Integrated Metabolomics, 00161 Rome, Italy. 
4Department of Life Sciences, University of Modena and Reggio Emilia, 41125 Modena, Italy 
5DIMES, Department of Experimental, Diagnostic and Specialty Medicine, University of Bologna, 40126 Bologna, 
Italy.  
6CIG, Interdepartmental Center “Luigi Galvani”, University of Bologna, 40126 Bologna, Italy. 
7Department of Surgery, Medicine, Dentistry and Morphological Sciences, University of Modena and Reggio Emilia, 
41125 Modena, Italy.  
8IRCCS Institute of Neurological Sciences of Bologna, 40139 Bologna, Italy.  
9CNR‐ISOF, Institute of Organic Synthesis and Photoreactivity, 40129 Bologna, Italy. 
10San Raffaele Institute Sulmona, Viale dell’Agricoltura 1, 67039 Sulmona (L’Aquila), Italy. 
*to be considered first authors 
Key words: mitochondria; reactive oxygen species, dermal fibroblasts; human aging, longevity; bioenergetics, autophagy, 
mitophagy 
Abbreviations:  carbonyl  cyanide m‐chlorophenyl  hydrazone,  CCCP;  citrate  synthase,  CS;  dermal  fibroblasts, DFs;  dynamin‐
related  protein  1, DRP1;  reduced  glutathione, GSH;  2,7‐dicholorodihydrofluorescein  diacetate, H2DCF‐DA;  intensified  video
microscopy,  IVM;  Hank's  Balanced  Salt  Solution,  HBSS;  hydroethidine,  HE;  5,5,6,60‐tetra‐chloro‐1,10,3,30‐
tetraethylbenzimidazolyl‐carbocyanine  iodide,  JC‐1;  long‐living  individuals,  LLI;  lysosomal‐associated membrane  protein  1,
LAMP1; 3‐methyl adenine, 3‐MA; mitochondrial import receptor subunit TOM20 homolog, TOM20;  and anti‐, mitochondrial
division  inhibitor  1,  Mdivi1;  mitochondrial  DNA,  mtDNA;  mitofusin  1,  Mfn1;  mitochondrial  membrane  potential,  MMP;
mitotracker  Green, MTG; monobromobimane, MBB;  superoxide  anion,  O2

‐;  oxidative  phosphorylation,  OXPHOS;  reactive
oxygen species, ROS; standard deviation, SD; standard error of the mean, SEM; TO‐PRO‐3 iodide, TOPRO. 
 
Received: 4/14/14; Accepted: 4/26/14; Published: 4/30/14 
Correspondence to: Walter Malorni, PhD; Stefano Salvioli, PhD  E‐mail:   malorni@iss.it;  stefano.salvioli@unibo.it 
 
Copyright: © Sgarbi et al. This is an open‐access article distributed under the terms of the Creative Commons Attribution License, which 
permits unrestricted use, distribution, and reproduction in any medium, provided the original author and source are credited 
 
Abstract:  Mitochondria have been considered for long time as important determinants of cell aging because of their role
in the production of reactive oxygen species.  In this study we  investigated the  impact of mitochondrial metabolism and
biology  as  determinants  of  successful  aging  in  primary  cultures  of  fibroblasts  isolated  from  the  skin  of  long  living
individuals (LLI) (about 100 years old) compared with those from young (about 27 years old) and old (about 75 years old)
subjects. We observed  that  fibroblasts  from LLI displayed significantly  lower complex  I‐driven ATP synthesis and higher
production  of  H2O2  in  comparison with  old  subjects.  Despite  these  changes,  bioenergetics  of  these  cells  appeared  to
operate normally. This lack of functional consequences was likely  due  to  a  compensatory  phenomenon  at  the  level  of  
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INTRODUCTION  
 
Aging is a complex phenomenon for which a 
universally accepted explanation is still lacking. In the 
past years one of the most successful theories to explain 
why organisms age has been the so-called oxidative 
stress theory originally proposed by Harman [1]. Since 
the production of the great majority of reactive oxygen 
species (ROS) occurs as a side-effect of the 
mitochondrial respiratory metabolism, this theory has 
been subsequently modified as the mitochondrial theory 
of aging [2], indicating mitochondria as a leading cause 
of organism aging. Accordingly, in the eyes of cellular 
biology, a number of studies indicated a substantial 
deterioration of mitochondria with age from 
ultrastructural, bioenergetic, biochemical and genetic 
point of view. It has been shown that mitochondria of 
cells from old animals decrease in number, accumulate 
vacuoles, cristae abnormalities and paracrystalline 
inclusions [3]. Mitochondrial respiratory chain enzyme 
activities decrease, as well as mitochondrial membrane 
potential (MMP), on which the production of ATP is 
dependent [4]. In addition, the amount of oxidative 
damage to proteins and mitochondrial DNA (mtDNA) 
increases, with an associated accumulation of mtDNA 
mutations [5-7]. Nevertheless, in the recent years the 
hypothesis that ROS are the leading cause of aging has 
been put under discussion [8], as animal models with 
increased burden of oxidative stress can live longer than 
wild type counterparts [9]. Accordingly, in humans, a 
number of clinical trials with antioxidants such as β-
carotene, vitamin A and vitamin E have reported an 
increase in mortality rather than a decrease [10]. Hence, 
the importance of ROS as physiological effectors in 
redox-sensitive signaling pathways, rather than their 
role as “risk factors”, has progressively increased 
[11,12].  
 
To better investigate this issue, several cell biology 
studies have been performed. For example, in 
pioneering experiments in the ‘90s it was observed that 
the injection of mitochondria isolated from rat liver in 
WI-38 human fibroblasts had different effects on the 
survival of the injected cells depending on the age of the 
donor rat. In particular, cells that received mitochondria 
from young rats were indistinguishable from control 
non-injected  cells,   while  cells  having  received  mito- 

 
 
 
 
 
 
 
 
chondria from old animals showed signs of 
degeneration after a few days [13]. On these bases, the 
studies on the role of mitochondria and related 
bioenergetics in cell aging process recently acquired a 
great importance [14]. It has been discovered that the 
components of the electron transport chain of 
mitochondria can exist as supercomplexes [15,16] and a 
destabilization of these supramolecular associations 
leads to mitochondrial bioenergetics impairment and 
cell senescence [14,15]. An important point in this issue 
is referred as to the implication of the disturbances of 
the mitochondria fusion and fission processes, which 
routinely regulate mitochondrial network homeostasis 
in cell aging  [4,17-20]. When mitochondrial function is 
impaired, the fusion machinery is inactivated; 
dysfunctional mitochondria become spatially separated 
from the intact network and can be eliminated by a 
specific arm of autophagic machinery called mitophagy. 
A crucial gene controlling mitochondrial fission is 
DRP1 [17], whose deletion leads to an extension of life 
span in experimental models [19,20]. On this basis, it 
can be argued that the inhibition of mitochondrial 
fission could lead to elongated mitochondrial networks 
that can be pivotal in providing an efficient bioenergetic 
supply to the aging cell.  
 
On the basis of these in vitro and in vivo insights [21-
23], we decided to investigate the role of mitochondria 
network integrity on cellular bioenergetics and 
function in the so-called successful aging. Primary 
cultures of dermal fibroblasts from long living 
individuals (LLI) including centenarians, known to 
represent a paradigmatic cell model of successful 
aging, have been analyzed from different points of 
view, including biochemistry, analytical cytology and 
molecular biology. These cells were compared to 
primary cultures of fibroblasts isolated from young 
(about 27 years old) and old (about 75 years old) 
human subjects. Strikingly, we found that the 
maintenance of the energetic competence of freshly 
isolated cells from LLI is peculiar and seems to be 
determined by an increased mitochondrial network 
organization, which derives from a reduction of fission 
processes and probably leads to a beneficial 
redundancy of oxidative phosphorylation possibly 
counteracting mitochondrial deficiencies.  

mitochondria, which displayed a maintained supercomplexes organization and an increased mass. This appears to be due
to  a decreased mitophagy,  induced by hyperfused,  elongated mitochondria. The overall data  indicate  that  longevity  is
characterized  by  a  preserved  bioenergetic  function  likely  attained  by  a  successful mitochondria  remodeling  that  can
compensate for functional defects through an increase in mass, i.e. a sort of mitochondrial “hypertrophy”. 
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RESULTS 
 
Characterization of mitochondria in primary 
cultures of fibroblasts from LLI 
 
Mitochondrial mass increases in fibroblasts from LLI. 
To determine whether the function of mitochondria 
changes with age, we used dermal fibroblasts (DFs) 
from healthy subjects categorized in three age groups: 
Young (27.83 ± 3.97 years), Old (75.67 ± 10.86 years) 
and long living individuals, LLI (100.67 ± 2.88 years). 
As a first assay, we measured the activity of citrate 
synthase (CS), the enzyme controlling the access of 
acetyl coenzyme A in the tricarboxylic acid cycle, 
which is considered as an index of the mitochondrial 
mass in cells, as it is present exclusively in 
mitochondria. The CS specific activity (nmol/min/mg) 
was similar in the three age groups (Fig. 1A) suggesting 
that enzyme expression and/or function does not change 
with age. However, as shown in Fig. 1B, being the 
protein content per cell significantly higher in LLI 
group (+26%) with respect to both Young and Old 
groups, the rate of the CS catalyzed reaction 
(nmol/min/106 cells) resulted significantly higher 
(+47%) in LLI DFs with respect to the other age groups 
(Fig. 1C). These data clearly show that mitochondrial 
mass is increased in LLI DFs.   
 
DFs from LLI have defective mitochondria but a 
preserved bioenergetic competence. To evaluate 
whether the biochemical phenotype of DFs is affected 
by aging, mitochondrial ATP synthesis rate  
(OXPHOS), mitochondrial membrane potential (MMP), 
ATP levels and production of ROS were assayed. The 
complex I driven ATP synthesis rate of DFs from 
different age groups was quite similar (Fig. 2A). 
However, when the cellular ATP synthesis rate was 
normalized to the mitochondrial mass (CS activity), the 
Complex I dependent OXPHOS rate resulted 
significantly reduced (-27%) in mitochondria from LLI 
DFs with respect to Young and Old subjects, whose 
OXPHOS to CS rate resulted comparable (Fig. 2B). At 
variance, the complex II dependent ATP synthesis rate 
did not show significant differences among the three 
groups (Fig. 2C), even when normalized to the 
mitochondrial mass (Fig. 2D). Although the Complex I 
dependent ATP synthesis rate was deficient in 
mitochondria of LLI, no sign of mitochondria 
depolarization was detectable by flow cytometric 
measurements (Fig. 2E). We also found that both 
superoxide anion (O2

.) and GSH content did not show 
any significant difference among the three groups (Fig. 
2F and 2G). Conversely, higher levels of H2O2 were 
detected in DFs from LLI, as compared either to Young 
or Old subjects (Fig. 2H); the analysis of median 

fluorescence intensities indicated that this difference 
was statistically significant (p<0.05). All together these 
data suggest that DFs from LLI have defective 
mitochondria, displaying reduced complex I-driven 
OXPHOS and increased H2O2. However, at variance 
with these data, a significant difference was found 
among the different donors in terms of cellular ATP 
level. In fact, the steady state of ATP content expressed 
as nmol/106 cells was found to be significantly higher in 
LLI than in the other age groups (Fig. 2I). Therefore, 
the efficiency of this compensatory mechanism(s) as the 
increase of mitochondrial mass in LLI cells possibly 
represents a key point in human longevity that we 
decided to investigate in more detail in the following 
experimental analyses.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Figure 1. Mitochondrial mass increases in DFs from LLI. (A)
Citrate  synthase  activity  expressed  as  nmol/min/mg  of  total
cellular  protein;  (B)  protein  content  expressed  as  μg
protein/106 cells  ratio;  (C)  citrate  synthase  activity  expressed  as
nmol/min/106 cells; *p<0.05 LLI vs Old and **p<0.01 LLI vs Young.
Data  are  presented  as  the mean  value  ±  SD.  Two  independent
experiments were performed on DFs of each donor. 
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Figure 2. Mitochondria from LLI are defective but maintain a high bioenergetic efficiency. The olygomycin‐
sensitive  ATP  synthesis  rate  (nmol/min/106  cells)  was  measured  in  permeabilized  cells  energized  with  either
glutamate‐malate  (A) or succinate  (C). To correct  for mitochondrial mass,  the citrate synthase activity was used  to
normalize  the  OXPHOS  rate  obtained  in  the  presence  of  either  glutamate‐malate  (B)  or  succinate  (D).  Data  are
presented  as  the mean  value  ±  SD.  Two  independent  experiments were  performed  on  DFs  of  each  donor.  The
histograms  show  the mean  value  ±  SD  of  two  independent  experiments.  *p<0.05  LLI  vs  both  Young  and Old.  (E)
Representative dot plots for the analysis of MMP of DFs from Young, Old, or LLI, by using JC‐1. In all the three cases,
the percentage of cells with depolarized mitochondria  (JC‐1 monomers,  right  to  the  red bar)  is  less  than 1%. Flow
cytometric analysis of intracellular O2

− (F), GSH (G) and H2O2 content (H). Each histogram represents a sample of DFs
from Young, Old or LLI. No difference was observed  in O2

−  and GSH  levels; H2O2 content was higher  in three out of
four assayed LLI. (I) Intracellular ATP content expressed as nmol/106 cells. Data are presented as the mean value ± SD.
Two independent experiments were performed on DFs of each donor. *p<0.05 LLI vs Old and **p<0.01 LLI vs Young. 
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Figure 3. Supramolecular organization of OXPHOS complexes  in DFs.  (A) To quantitate  the OXPHOS complexes of  the
DFs, the latter were first separated by SDS‐PAGE, then Western blotted. Typical electrophoretic separation and immunodetection
of both OXPHOS complex subunits and porin in cell lysates obtained from DFs (top) is shown for 3 representative subjects of each
age group. Scanned  images were quantitated by  the QuantityOne Software and  complexes protein  levels were normalized  to
porin;  the  results  are  reported  as  histograms  (bottom).  Data  are  presented  as  the  mean  value  ±  SD.  Two  independent
experiments were performed on DFs of each donor. *p<0.05 LLI vs Young; °p<0.05 LLI vs Old. (B) Representative 2D‐gel analysis of
supercomplexes organization  in DFs  from  Young, Old  and  LLI. Protein bands of molecular mass  above  1000  kDa  (monomeric
Complex  I)  are  indicated with  small  letters.  a:  I+III  supercomplex;  b,c:  supercomplex  I,  III  and  IV;  d:  I+IV  supercomplex.  The
histograms on the left indicate the relative % of each respiratory complex present as monomer or oligomer, respectively. 
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Supramolecular organization of OXPHOS complexes in 
DFs from LLI. To better clarify the mechanism at the 
basis of the biochemical functional changes occurring 
during aging, we analyzed the levels and organization 
of the OXPHOS complexes in DFs from the three age 
groups. Western blotting analysis of the OXPHOS 
complexes of DFs showed a significant decrease of 
Complexes I (-14%) and IV (-33%) in LLI 
mitochondria (Fig. 3A), in comparison with the 
mitochondria of cells from other subjects here 
considered. The results of 2D electro-phoresis showed 
that most of Complex I was bound in form of 
supercomplexes containing both Complex III and IV; 
Complex III was present for 2/3 in super-complexed 
form while the remaining was free as a dimer. The large 
majority of Complex IV was also present in free form as 
a dimer. A semiquantitative analysis (Fig. 3B, right 
panels) showed that there were no significant changes in 
the distribution of the respiratory complexes (i.e. 
complexes I-IV) in DFs from Young, Old and LLI. 
However, 2D electrophoretic separation of the OXPHOS 
complexes (Fig. 3B) clearly shows that in DFs from  LLI,  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

the ATP synthase (complex V) aggregated in the form of 
dimers and oligomers more than in Young individuals, 
that, according with Sauvanet et al. [24], suggests it could 
contribute to the maintenance of filamentous 
mitochondrial network (see below). 
 
“Hyperfused” mitochondria are formed in DFs from 
LLI. On the basis of the fundamental role of the 
mitochondrial mass enhancement in the maintenance of 
cellular bioenergetics in LLI, we investigated the 
mitochondrial network organization in DFs. We first 
performed an immunofluorescence analysis and we 
found that, in comparison with DFs from Young (Fig. 
4A) and Old subjects (Fig. 4B), DFs from LLI showed a 
more organized mitochondrial network (Fig. 4C) 
characterized by fused elongated structures to form a 
reticulum. At higher magnification (Fig. 4D-F), 
mitochondrial fragmentation appeared particularly 
evident in DFs from Old subjects (Fig. 4E). To 
corroborate these data a morphometric analysis was 
carried out in these cells as stated in Methods.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

Figure  4.  Hyperfused mitochondria  are  present  in 
DFs from LLI. IVM analysis of mitochondrial network. (A‐
C) representative pictures of DFs from Young, Old and LLI, 
respectively,  after  staining with  anti‐mitochondrion  (red) 
and  counterstaining  with  Hoechst  (blue).  (D‐F) 
Magnification  of  boxed  areas  indicated  in  (A‐C), 
respectively. It is possible to appreciate that mitochondria 
appear  elongated  in DFs  from  LLI  (F).  (G) Morphometric 
analysis  results.  In  ordinate  the  percentage  of  cells with 
elongated mitochondria. Data are reported as mean value
±  SD  of  the  results  obtained  in  three  independent 
experiments. *p<0.01 vs Young; °p<0.01 vs Old.  (H) Semi‐
quantitative flow cytometric analysis of autophagy on DFs 
at  basal  conditions  (white  columns)  or  after  aminoacid
starvation (cultured in HBSS for 4 hours, black columns). In 
ordinate  the median  fluorescence  intensity  associated  to 
autophagy is reported. Data are reported as mean ± SD of 
three  independent  experiments.  *p<0.01  vs  Young; 
°p<0.01 vs Old. 
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According to the hypothesis as above, these analyses 
revealed that in cells from LLI the percentage of cells 
showing “hyperfused” mitochondria was significantly 
higher in respect to DFs from Young and Old subjects 
(Fig. 4G). Further evidence was obtained by the 
analysis of mitofusin 1 (Mfn1), a protein that 
associates with mitochondria favoring the fusion 
process. We found that this protein was localized at 
mitochondrial level in DFs from LLI, but not in DFs 
from Young or Old subjects (Supplementary Fig. 1). 
As it has been reported that mitochondria undergo 
alteration of their morphology during autophagy and 
that during starvation fused mitochondria are spared 
from autophagic degradation [25], we evaluated 
autophagic proneness of DFs from subjects of different 
age in basal condition and under starvation. Flow 
cytometry analysis of cells stained with Cyto-ID 
Autophagy detection kit showed a significant (p<0.01) 
increase of green fluorescence emission in DFs from 
LLI in comparison to DFs from Young and Old 
subjects in basal metabolic conditions and after amino 
acid starvation (4 hours of culture in HBSS) (Fig. 4H). 
These data indicate a higher proneness of DFs from 
LLI to undergo autophagy. 
 
Mitochondrial network hypertrophy can be induced 
by modulating fission/fusion processes 
 
To assess whether mitochondrial network hypertrophy 
observed in DFs from LLI could be reproduced in DFs 
from Old subjects by modulating the mitochondrial 
fission and fusion, we modulated pharmacologically 
these processes. Moreover, considering that it has been 
reported that mitophagy could represent a key process 
aimed at selecting and removing altered mitochondria 
[26], we also investigated the relationships between 
autophagy and mitochondrial network organization 
during aging.  
 
Analysis of mitochondria fusion process. To modulate 
the mitochondrial fusion process, we used Mdivi-1, a 
small molecule that selectively inhibits the self-
assembly of DRP1 (a member of the dynamin family of 
large GTPases that is associated with mitochondrial 
fission) at a concentration that rapidly induced the 
formation of mitochondrial net-like structures [27]. 
When we quantified autophagy induction by flow 
cytometry, we observed a significantly higher 
autophagic proneness in DFs from LLI in comparison 
with DFs from Old and Young subjects (Fig. 5A). In 
addition, we also found that cell treatment with Mdivi-1 
(black columns) provoked a similar slight decrease of 
autophagy in DFs derived from Young (-7.7±1.6%), 
Old (-7.6±1.1%) and LLI (-6.9±1.3%). Conversely, 
quantitative analysis of mitochondrial mass by using 

MitoTracker green [28] dye revealed that Mdivi-1 
induced a significant (p<0.01) increase of mitochondrial 
mass in DFs from Young (+48.3±4.7%) and Old 
individuals (29.3±2.9%) only (Fig. 5B, black columns). 
In fact, in DFs from LLI the effect of Mdivi-1 treatment 
was significantly lower than in DFs from Young and 
Old subjects (+9.0±1.2%). The analysis of DRP1 (Fig. 
5C) revealed that DFs from Old individuals expressed a 
significantly higher amount of this protein with respect 
to Young and LLI (more than 4-fold). Moreover Mdivi-
1 treatment was able to significantly reduce DRP1 
expression level in Old individuals only, but not in 
Young and LLI (Fig. 5C and Supplementary Fig. 2). 
Therefore, it can be argued that the mitochondrial 
network of LLI cells already reached a plateau in terms 
of fusion capability so that autophagy, although potent, 
is ineffective in engulfing this large hyperfused 
network. In addition, interestingly, mitochondrial 
network of DFs from Old subjects revealed a higher 
susceptibility to Mdivi-1 (see Fig. 5C), i.e. a higher 
“vulnerabilty”. 
 
Analyses of mitochondria fission process. Next, we 
modulated pharmacologically the mitochondrial fission 
process with a non cytotoxic dose of carbonyl cyanide 
m-chlorophenyl hydrazone (CCCP), which has been 
reported to induce a significant fragmentation of 
mitochondria [29]. The analysis of autophagy 
performed as in Fig. 5A, revealed that CCCP induced a 
small increase of similar extent in the autophagic rate of 
DFs from the three age groups (Fig. 5D, black columns. 
Young: +13.8±3.1%; Old: +10.9±2.9 %; LLI: 
+8.0±2.7%). As expected, CCCP provoked a reduction 
of mitochondrial mass (Fig. 5E) that was of similar 
extent for DFs derived from Young (-22.3±4.9%) and 
LLI (-21.7±4.6 %), and significantly more pronounced 
in DFs from Old individuals (-39.9±6.8%). We then 
tried to quantify the mitophagic phenomenon in our 
experimental model by means of morphometric 
analyses carried out by immunofluorescence after cell 
staining with anti-mitochondrial import receptor subunit 
TOM20 homolog (TOM20, green) and anti-Lysosomal-
associated membrane protein 1 (LAMP1, red). 
Intensified video microscopy (IVM) analysis showed 
that: i) DFs from Old subjects had a significantly higher 
mitophagy than DFs from Young and LLI subjects and 
that ii) CCCP induced a significant increase of 
mitophagy in all the three age groups in a comparable 
extent (Fig. 5F). Micrographs in Fig. 5G-J show two 
representative examples of mitochondria (anti-TOM20 
positive, green), lysosomes (anti-LAMP1 positive, red) 
and mitochondria engulfed within lysosomes (merged 
yellow fluorescence), a typical feature of mitophagy 
(indicated by white arrows in high magnification 
pictures).   
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DISCUSSION 
 
In the present study, we evaluated a number of 
parameters related to mitochondrial metabolism in  cells  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
from LLI, including centenarians as compared to Young 
and Old (about 75 years of age) subjects, with the goal 
of characterize the bioenergetics profile of these 
exceptional individuals. To this aim, we took advantage 

Figure  5. Modulation  of mitochondria  fusion  and  fission  processes.  Cells were  left  untreated  (white  columns)  or
treated  (black  columns)  for  4  hours with Mdivi‐1  100  μM  (A‐C),  or with  CCCP  50  μM  (D‐F).  (A,D)  Semi‐quantitative  flow
cytometric analysis of autophagy assessed with Cyto‐ID Autophagy detection kit. In ordinate the median fluorescence intensity
is reported. (B,E) Semi‐quantitative cytofluorimetric analysis of mitochondrial mass assessed with MTG staining. In ordinate the
percent increase in comparison with respective untreated controls is reported. (C) Densitometric analysis of western blotting of
DRP1 over tubulin ratios. Results are expressed as mean value ± SD of 6 Young, 8 Old and 8 LLI. (F) Morphometric analysis of
mitophagy by fluorescence microscopy. Cells are stained for TOM20 (indicating mitochondria, green fluorescence) and LAMP1
(indicating  lysosomes,  red  fluorescence). We considered positive  to mitophagy only  those cells  in which TOM20 and LAMP1
overlapped  (yellow  fluorescence)  in  up  to  five  intracytoplasmic  areas.  (G‐J)  Two  representative  IVM micrographs  showing
mitochondria engulfed within lysosomes indicating mitophagy. In magnification of boxed areas (H and J panels, respectively) it
is possible to appreciate TOM20/LAMP1 co‐localization (yellow fluorescence areas, white arrows).  
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of the unique model of human DFs obtained from 
centenarian subjects that are both easily accessible and 
maintained in culture. This model has been already 
exploited as suitable to study a number of parameters 
possibly associated with longevity, such as replicative 
capacity and telomere length, K+ ion channel 
expression, mtDNA mutations occurrence, pre-lamin 
accumulation and apoptotic potential [30-35]. 
Nevertheless, bioenergetics of centenarians has been 
only partially characterized [36], and a number of 
mitochondrial processes underlying the OXPHOS 
capacity of DFs, such as mitochondrial protein 
synthesis, respiration and coupling of respiration to 
ATP production, have been reported to decrease 
continuously from middle age onwards. At variance, we 
found that the ATP content resulted higher in DFs from 
LLI when compared to those obtained from young or 
old subjects. However, quite surprisingly this resulted 
not to be due to an exceptionally well-preserved 
population of efficient mitochondria, as we have found 
that mitochondria of DFs from LLI display a significant 
decrease in complex I driven ATP synthesis and the 
occurrence of high levels of hydrogen peroxide.  
 
These results could be interpreted as either a lower 
energy demand or an increased glycolysis-dependent 
ATP production. The latter hypothesis is compatible 
with the pseudohypoxic state that has been recently 
described in cells from aged mice [37], where 
mitochondrial dysfunction and Warburg reprogramming 
are observed. Such a pseudohypoxic state is caused by a 
stabilization of HIF-1α that disrupts the OXPHOS, 
increases ROS production and thus creates a milieu that 
may promote aging and age-related diseases [37]. It is 
unclear whether such a pseudohypoxic state does occur 
also during human extreme aging, however, if this 
would be the case, it should be considered either 
compatible with longevity or efficiently counteracted in 
LLI. Future studies are needed to verify this intriguing 
hypothesis. 
 
In the attempt to clarify the possible mechanisms 
underpinning the reduced complex I driven ATP 
synthesis occurring during aging, we have analyzed the 
supramolecular organization of respiratory complexes 
as well as the mitochondrial network features. The 
respiratory complexes are largely organized in form of 
supercomplexes and it seems that extreme aging is 
characterized by the presence of more stable 
supercomplexes with respect to Old and Young 
subjects. However, Complex I resulted decreased in 
LLI, but apparently completely stabilized by Complex 
III in the supercomplexed form, in agreement with 
previous observations [38]. Furthermore, the increased 
tendency of OXPHOS complexes to aggregate, 

including the observed oligomerization of the ATP 
synthase complex, as well as the important change 
occurring in membrane lipid composition with age 
[39,40], might be at the basis of the supramolecular 
changes [41-43].  
 
The key molecule of the pseudohypoxia circuit is 
NAD+, which has been proposed as a “gerometabolite” 
serving as substrate for a number of enzymes including 
sirtuins [44]. It is worth mentioning that Complex I, 
which oxidizes NADH onto NAD+, is partly encoded 
by mitochondrial DNA (7 genes out of 45), and that we 
recently observed that mutations in such genes are more 
frequent in LLI [45]. Actually, it could be hypothesized 
that a (mild) decrease of Complex I efficiency, by 
maintaining high levels of NAD+, could be 
advantageous for longevity. However, it is to note that 
HIF-1α elevation can be elicited not only via 
NAD+/sirtuins-mediated stabilization, but also via 
mTOR-induced translation, therefore, it is suggested 
that the pseudohypoxic state is not necessarily caused 
by mitochondrial dysfunction, but rather driven by 
mTOR hyperfunction [46]. Therefore it can not be 
excluded that other mechanisms as the inhibition of the 
mTOR pathway can take place in LLI in order to avoid 
the deleterious effects of a chronic activation of the 
pseudohypoxic state.  
 
We observed that DFs from LLI have a significantly 
increased mitochondrial mass, and this could compensate 
for the observed defects in the respiratory chain. This sort 
of mitochondrial hypertrophy is likely due to a decreased 
mitophagy. Indeed, when we analyzed the morphological 
features of the mitochondrial network, we have found 
that DFs from LLI have more hyperfused and elongated 
mitochondria with respect to younger subjects. Elongated 
mitochondria are spared from autophagic degradation, 
increase levels of dimerization and activity of ATP 
synthase, and maintain ATP production. It is known that 
mitochondrial fission and fusion play critical roles in 
maintaining functional mitochondria when cells 
experience metabolic or environmental stresses. Fission 
is needed to create new mitochondria, but it also 
contributes to quality control by enabling the removal of 
damaged mitochondria and can facilitate apoptosis during 
high levels of cellular stress. Conversely, fusion helps to 
mitigate stress by mixing the contents of partially 
damaged mitochondria as a form of complementation. 
Little is known about how mitochondrial fusion is 
regulated. It has been observed that the mitochondrial 
fusion and formation of mitochondrial networks during 
nutrient depletion selectively blocks their autophagic 
degradation [47] and it has been proposed that 
hyperfused mitochondria could render the cells more 
resistant to cell death and mitophagy [26,48]. For 
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instance, DFs exposed to hypoxia in glucose-deficient 
media had increased mitochondrial mass and a 
particularly abundant tubular organization of 
mitochondria presenting a significantly reduced 
mitophagy [49]. On these bases, we can hypothesize that 
mitochondria hyperfusion occurring in LLI cells could be 
pivotal in the maintenance of mitochondria energy 
supply. In other words this phenomenon could grant 
bioenergetics needs in DFs from LLI and could be due to: 
i) an increased mitochondrial fusion, or, conversely, ii) a 
decreased mitochondrial fission. On the basis of our 
actual results, i.e. data obtained from the analysis of both 
fission and fusion molecules and of autophagic process 
capability, we suggest that the second hypothesis is the 
most likely to occur. 
 
Autophagy and its sister event called mitophagy are key 
cytoprotective mechanisms that allow the selection of 
altered molecules, e.g. misfolded proteins or proteins 
undergone oxidative changes, or organelles, e.g. altered 
mitochondria. In DFs from LLI high levels of H2O2, 
known to induce autophagy [50] have been detected.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Consistently, these cells were characterized by a higher 
autophagic capability than the other age groups. It is 
known that when autophagy is triggered, cAMP levels 
increase and protein kinase A (PKA) is activated. PKA 
in turn phosphorylates the pro-fission dynamin-related 
protein 1 (DRP1), which is retained in the cytoplasm, 
leading to the inhibition of mitochondrial fission and 
consequent elongation [51]. Conversely, when 
elongation is genetically or pharmacologically blocked, 
mitochondria consume ATP, precipitating starvation-
induced death [26,47]. Thus, considering the above-
mentioned evidence, the data presented here are 
suggestive of a beneficial circuit that protects DFs from 
LLI. This circuit includes mild production of oxygen 
radicals leading to autophagy induction, which in turn 
could inhibit mitochondrial fission. Such a circuit likely 
accounts for the observed increase in total 
mitochondrial mass and conceivably allows DFs from 
LLI to maintain an adequate ATP production even in 
presence of OXPHOS defects, sufficient to support the 
proliferative capability of these cells, that is very well 
preserved [30]. This hypothesis is summarized in Fig. 6.  
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Figure 6. Graphical summary of the data and possible circuit protecting the DFs from LLI. See text for discussion. 
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Finally, it is to note that DFs from LLI are able to 
respond to metabolic impairment due to starvation 
much better than those from Young and, mainly, Old 
subjects. This is in line with the hypothesis that cells 
derived from centenarians could be endowed with an 
exceptional capacity to engulf and digest in huge 
vacuoles their siblings, likely a strategy of food supply 
[52]. It has also been suggested that cells from LLI 
could be characterized, at least to some extent, by a 
phenotype similar to that induced by the so called 
caloric restriction, a sort of mild starvation, which is the 
most efficient method to extend life span in animal 
models and humans [53,54]. In agreement with this 
view, we observed that mitochondria of LLI maintain 
their energetic capacity by increasing their mass and 
forming large networks, as it occurs under starvation 
conditions in cells from young subjects, suggesting that 
also from a bioenergetic point of view cells from LLI 
behave as if they were naturally calorie restricted. This 
hypothesis needs further investigations to be validated. 
 
METHODS 
 
Cell cultures and treatments. Primary dermal fibroblasts 
(DFs) cultures were available at the bio-bank of our 
laboratory and were established from biopsies of sun-
protected forearm skin according to standard culture 
methods. All the donors gave their informed consent 
before biopsy was performed. In total 21 subjects were 
studied: 6 Young donors (21-31 years, mean 27.83 ± 
3.97), 8 Old donors (51-89, mean 75.67 ± 10.86) and 8 
LLI (93-105 years, mean 100.67 ± 2.88). DFs cultures 
were established and grown-propagated in Dulbecco’s 
modified Eagle’s medium (DMEM) (Life technologies, 
Carlsbad, California, USA) containing 25 mM glucose 
supplemented with 10 % foetal bovine serum (FBS) 
(Life technologies, Carlsbad, California, USA) at 37°C 
in a humidified atmosphere of 5% CO2. In addition, the 
medium contained 100 U/ml penicillin, 100 μg/ml 
streptomycin (Life technologies, Carlsbad, California, 
USA), 4 mM glutamine and 1 mM pyruvate. For 
autophagy induction cells were treated with Hank's 
Balanced Salt Solution (HBSS) for 4h. Mitochondrial 
fusion was induced by cell treatment with Mdivi-1 (100 
μM, 2h, Enzo Life Science, NY, USA) while 
mitochondrial fission was induced by a non-toxic dose 
(20 μM, 4h) of carbonyl cyanide m-chlorophenyl 
hydrazone (CCCP, Sigma- Aldrich). 
 
The analyses were performed on cells between 4th and 
7th passage of culture and at nearly 90% confluence. 
 
Chemicals and reagent. All chemicals were the highest 
grade available from Sigma-Aldrich, St. Louis, MO, 
USA, unless otherwise indicated. 5,5,6,60-tetra-chloro-

1,10,3,30-tetraethyl-benzimidazolyl-carbocyanineiodide 
(JC-1), Mitotracker Green (MTG), Monobromobimane 
(MBB), Hydroethidine (HE), 2,7- dicholorodihydro-
fluorescein diacetate (H2DCF-DA) and TO-PRO-3 
iodide (TOPRO) were all purchased from Life 
Technologies Corporation. 
 
Biochemical determinations. 
Citrate synthase assay: Citrate synthase activity was 
assayed essentially by incubating the fibroblasts with 
0.2% Triton X-100 and monitoring the reaction by 
measuring spectrophotometrically the rate of free 
coenzyme A released [55]. The enzyme activity was 
expressed as nmol/min/mg protein. 
 
Cellular ATP content and mitochondrial ATP synthesis 
assay: The oligomycin-sensitive ATP synthase activity 
in permeabilized fibroblasts was determined according 
to Sgarbi et al. [55]. Essentially, fibroblasts (2 x 106 
cells/ml) were incubated for 15 min with 60 mg/ml 
digitonin in aTris/Cl buffer (pH 7.4). Complex I and 
complex II driven ATP synthesis was induced by 
adding 10 mM glutamate/malate (+ 0.6 mM malonate) 
or 20 mM succinate (+ 4 μM rotenone), respectively 
and 0.5 mM ADP (all reagents were from Sigma-
Aldrich, St. Louis, MO, USA) to the sample. 2-3 min 
later the reaction was stopped by adding 
dimethylsulphoxide, and both newly synthesized ATP 
and intracellular ATP were measured by 
bioluminescence using a luciferin–luciferase system 
(ATP bioluminescent assay kit CLS II; Roche, Basel, 
Switzerland) according to the manufacturer's 
instructions. The amount of ATP measured was referred 
to both sample protein content, determined by the 
method of Lowry et al. [56] and sample cell number.  
 
OXPHOS complexes immunodetection and 
supercomplex organization: OXPHOS complexes were 
detected and quantified in cell lysates by SDS-PAGE 
followed by western blotting and immunodetection 
[49]. Supercomplex organization of both respiratory 
complexes and ATP synthase was analysed in isolated 
digitonin-treated mitochondria by 1D blue-native PAGE 
followed by 2D SDS-PAGE [57,58]. The protein 
electrophoretic patterns obtained under denaturating 
conditions were then electroblotted onto nitrocellulose 
membrane. Protein bands were detected by exposure to 
a cocktail of monoclonal antibodies specific for single 
subunits of Complex I, III, IV and ATP synthase. 
 
The protein complexes of the OXPHOS system were 
detected and quantified by a chemiluminescent 
technique based on the ECL™ Western Blotting 
Detection Reagent Kit (Amersham Biosciences, 
Piscataway, NJ, USA) using cocktail of primary 
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monoclonal antibodies specific for single subunits of 
each complex as follows: NDUFA9 (39 kDa) of 
Complex I, SDHA (70kDa) of Complex II, Rieske 
protein (22 kDa, apparent molecular weight is 30 kDa) 
or Core 2 (45 kDa) of Complex III, COX I (57 kDa, 
apparent 45 kDa) or COX II (22 kDa) of Complex IV 
and subunit α (54 kDa) or subunit β (52 κΔα) of 
complex V (MitoSciences Inc., Eugene, OR, USA) and 
a secondary goat anti-mouse IgGH+L antibody labelled 
with horseradish peroxidase (Life Technologies, 
Carlsbad, California, USA). The molecular mass scale 
of the 1D electrophoresis was drawn on the basis of 
standard proteins (HMW calibration kit for Native 
electrophoresis, GE healthcare, Piscataway, NJ, USA). 
 
Western blot analyses. Cells, untreated or treated with 
Mdivi-1 were lysed in lysis buffer containing  10mM 
Tris-HCl (pH 7.4), 5mM EDTA, 5mM EGTA, 1% 
Triton X-100, 10mM NaF, 130 mM NaCl, 0,1% SDS, 
0,1% Na-DOC and allowed to stand for 30 min at 4°C. 
The lysate was centrifuged for 5 min at 14000 rpm to 
remove nuclei and large cellular debris. After evaluation 
of the protein concentration by DC Protein Assay Kit 
(Bio-Rad) the lysate was subjected to 10% sodium-
dodecyl sulphate polyacrilamide gel electrophoresis 
(SDS-PAGE). Proteins were electrophoretically 
transferred into polyvinilidene difluoride (PVDF) 
membranes (Bio-Rad). Membrane were blocked with 
5% defatted dried milk in TBS, containing 0.5% Tween 
20 and probed with DRP1 (82 kDa) (rabbit polyclonal 
anti-human, Cell Signaling Technology). As a control, 
the membrane was incubated with specific antibody 
anti-α-tubulin mAb (Santa Cruz). Bound antibodies 
were visualized with horseradish peroxidase (HRP)-
conjugated anti-rabbit IgG (Sigma-Aldrich) or anti-
mouse IgG (Sigma-Aldrich) and immunoreactivity 
assessed by chemiluminescence reaction, using the ECL 
Western detection system (Millipore). Densitometric 
scanning analysis was performed by Mac OS X (Apple 
Computer International), using NIH Image 1.62 
software. The density of each band in the same gel was 
analyzed, values were totaled, and then the percent 
distribution across the gel was detected. 
 
Immunofluorescence analysis. Cells were fixed with 4% 
paraformaldehyde and then permeabilized by 0.5 % 
(v/v) Triton X-100. After washings, cells were 
incubated with monoclonal anti-mitochondria antibody 
(Chemicon) and/or with rabbit polyclonal anti-Mfn1 for 
1h at 4 °C. After washings cells were incubated with 
AlexaFluor 594-conjugated anti-mouse IgG and with 
AlexaFluor 488-conjugated anti-rabbit IgG for 
additional 30 min. Finally, after washings, samples were 
counterstained with Hoechst 33258 (1 mg/ml in PBS) 
and then suspended in glycerol/PBS (pH 7.4). The 

images were acquired by intensified video microscopy 
(IVM) with an Olympus fluorescence microscope 
equipped with a Zeiss charge-coupled device camera 
(Carl Zeiss, Italy).  
 
Morphometric analysis. The quantitative evaluation of 
the percentage of cells with hyperfused mitochondria 
and of cells in which TOM20 co-localized with LAMP1 
was performed by analyzing fluorescence images. Only 
those cells in which TOM20/LAMP1 overlapped 
(yellow fluorescence) in up to five intracytoplasmic 
areas were considered positive to mitophagy in our 
analysis. At least 100 cells for each experimental point 
at the same magnification were counted.  
 
Flow Cytometry. Mitochondrial mass, mitochondrial 
membrane potential, H2O2, O2 and GSH levels were 
determined by flow cytometry.  To measure MMP and 
mitochondrial mass, fibroblasts were stained with JC-1 
and MitoTracker green (MTG), respectively, as 
previously described [59]. To measure H2O2, O2 and 
reduced glutathione (GSH) levels, the fluorescent 
probes H2DCF-DA, HE and MBB were used, 
respectively. These three parameters were measured 
simultaneously on the same cell, as described [60]; TO-
PRO3 was also added to the sample, to monitor cell 
viability. Samples were analyzed using a 16-parameter 
CyFlow ML flow cytometer (Partec GmbH, Munster, 
Germany). Data were acquired in list mode by using 
FloMax (Partec) software and then analyzed by Flow Jo 
9.5.2 (TreeStar Inc., Ashland, Oregon, USA) under 
MacOS 10.7.5. A minimum of 20,000 cells per sample 
was acquired. DFs, untreated or treated with Hank’s 
solution (HBSS) for 4 hours, were stained for detection 
of autophagy. Cell staining was performed both in 
living and fixed cells by using the Cyto-ID Autophagy 
Detection Kit (Enzo Life Sciences, Lausanne, 
Switzerland) according to Matarrese et al. [61]. 
 
Data analysis. All the measurements data are presented 
as mean ± standard deviation (SD) if not differently 
specified. Biochemical determinations were performed 
at least in duplicate, immunofluorescence and 
cytofluorimetric analyses were performed in triplicate. 
Statistical analysis between different experimental 
conditions was performed with ANOVA test followed 
by the Bonferroni means comparison when appropriate. 
OriginPro 7.5 software (OriginLab Corporation, MA, 
USA) and Graphpad software were used. A level of 
P≤0.05 was selected to indicate statistical significance. 
 
ACKNOWLEDGEMENTS 
 
The research leading to these results has received 
funding from the European Union's Seventh Framework 

  
www.impactaging.com                   307                                           AGING, April 2014, Vol. 6 No.4



Programme (FP7/2007-2011) under grant agreement n. 
259679 (IDEAL), MiUR Prin 2009, and Programma 
operativo nazionale ricerca e competitività - 2007/2013 
PON01_00937 to CF; from Roberto and Cornelia 
Pallotti Legacy for cancer research to SS and MC; from 
the Ministry of Education, University and Research 
(Rome, Italy), the Ministry of Health (Ricerca 
Finalizzata 2010), the Italian Association for Cancer 
Research (IG 11505n), Peretti Foundation and 
Arcobaleno Onlus to WM. 
 
Conflict of interest statement 
 
Authors declare no conflict of interests. 
 
REFERENCES 
 
1.  Harman  D.  Aging:  a  theory  based  on  free  radical  and 
radioation chemistry. J. Gerontol. 1956; 11:298‐300. 
2.  Harman  D.  The  biologic  clock:  the  mitochondria?  J.  Am. 
Geriatr. Soc. 1972; 20:145‐147. 
3. Frenzel H, Feimann J. Age‐dependent structural changes in the 
myocardium  of  rats.  A  quantitative  light‐  and  electron‐
microscopic  study  on  the  right  and  left  chamber  wall. Mech. 
Ageing Dev. 1984; 27:29–41. 
4. Gouspillou G, Bourdel‐Marchasson I, Rouland R, Calmettes G, 
Biran M, Deschodt‐Arsac V, Miraux  S,  Thiaudiere  E,  Pasdois  P, 
Detaille  D,  Franconi  JM,  Babot  M,  Trézéguet  V,  et  al. 
Mitochondrial  energetics  is  impaired  in  vivo  in  aged  skeletal 
muscle. Aging Cell. 2014; 13:39‐48. 
5.  Cottrell  DA,  Turnbull  DM.  Mitochondria  and  ageing.  Curr. 
Opin. Clin. Nutr. Metab. Care. 2000. 3:473‐478. 
6.  Ventura  B,  Genova  ML,  Bovina  C,  Formiggini  G,  Lenaz  G. 
Control of oxidative                     phosphorylation by Complex  I  in rat 
liver  mitochondria:  implications  for  aging.  Biochim.  Biophys. 
Acta. 2002; 1553:249‐260. 
7. Yen TC, Chen YS, King KL, Yeh SH, Wei YH. Liver mitochondrial 
respiratory  functions  decline with  age.  Biochem.  Biophys.  Res. 
Commun. 1989; 165:944–1003. 
8.  Gems  D,  Guardia  YD.  Alternative  Perspectives  on  Aging  in 
Caenorhabditis  elegans:  Reactive  Oxygen  Species  or 
Hyperfunction? Antioxid. Redox. Signal. 2013; 19:321‐329. 
9.  Rea  SL,  Ventura  N,  Johnson  TE.  Relationship  between 
mitochondrial  electron  transport  chain  dysfunction, 
development, and life extension in Caenorhabditis elegans. PLoS 
Biol. 2007; 5:e259. 
10. Bjelakovic G, Nikolova D, Gluud  LL,  Simonetti RG, Gluud C. 
Antioxidant  supplements  for prevention of mortality  in healthy 
participants  and  patients  with  various  diseases.  Cochrane 
Database Syst. Rev. 2012; 3:CD007176. 
11.  Forman HJ,  Fukuto  JM, Miller T,  Zhang H, Rinna A,  Levy  S. 
The chemistry of cell signalling by reactive oxygen and nitrogen 
species  and  4‐hydroxynonenal.  Arch.  Biochem.  Biophys.  2008; 
477:183‐195. 
12.  Handy  DE,  Loscalzo  J.  Redox  regulation  of  mitochondrial 
function. Antioxid. Redox. Signal. 2012; 16:1323‐1367. 
13. Corbisier P, Remacle J. Influence of the energetic pattern of 
mitochondria in cell ageing. Mech. Ageing Dev. 1993; 71:47‐58. 

14. Gómez LA, Hagen TM. Age‐related decline  in mitochondrial 
bioenergetics:  does  supercomplex  destabilization  determine 
lower  oxidative  capacity  and  higher  superoxide  production? 
Semin. Cell Dev. Biol. 2012; 23:758‐767. 
15. Lenaz G, Baracca A, Barbero G, Bergamini C, Dalmonte ME, 
Del Sole M, Faccioli M, Falasca A, Fato R, Genova ML, Sgarbi G, 
Solaini G. Mitochondrial  respiratory chain super‐complex  I‐III  in 
physiology  and  pathology.  Biochim  Biophys  Acta.  2010; 
1797:633‐640. 
16.  Schägger  H,  Pfeiffer  K.  Supercomplexes  in  the  respiratory 
chains  of  yeast  and mammalian mitochondria.  EMBO  J.  2000; 
19:1777‐1783. 
17. Bleazard W, McCaffery JM, King EJ, Bale S, Mozdy A, Tieu Q, 
Nunnari  J,  Shaw  JM.  The  dynamin‐related  GTPase  Dnm1 
regulates  mitochondrial  fission  in  yeast.  Nat.  Cell  Biol.  1999; 
1:298‐304. 
18.  Schäfer  A,  Reichert  AS.  Emerging  roles  of  mitochondrial 
membrane  dynamics  in  health  and  disease.  Biol.  Chem.  2009; 
390:707–715. 
19. Scheckhuber CQ, Erjavec N, Tinazli A, Hamann A, Nyström T, 
Osiewacz HD. Reducing mitochondrial fission results in increased 
life span and fitness of two fungal ageing models. Nat. Cell Biol. 
2007; 9:99‐105. 
20.  Yang  CC,  Chen  D,  Lee  SS, Walter  L.  The  dynamin‐related 
protein  DRP‐1  and  the  insulin  signaling  pathway  cooperate  to 
modulate C. elegans longevity. Aging Cell. 2011; 10:724‐728. 
21. Franceschi C, Bonafè M. Centenarians as a model for healthy 
aging. Biochem. Soc. Trans. 2003; 31:457‐461. 
22.  Franceschi  C,  Monti  D,  Sansoni  P,  Cossarizza  A.  The 
immunology  of  exceptional  individuals:  the  lesson  of 
centenarians. Immunol. Today. 1995; 16:12‐16. 
23.  Franceschi  C,  Valensin  S,  Bonafè M,  Paolisso G,  Yashin  AI, 
Monti  D,  DeBenedictis  G.  The  network  and  the  remodeling 
theories of  aging: historical background  and new perspectives. 
Exp. Gerontol. 2000; 35:879‐896. 
24. Sauvanet C, Duvezin‐Caubet S, di Rago  JP, Rojo M. Energetic 
requirements  and  bioenergetic  modulation  of  mitochondrial 
morphology and dynamics.  Semin. Cell. Dev. Biol. 2010; 21:558‐
565.   
25. Gomes  LC, Di  Benedetto G,  Scorrano  L.  During  autophagy 
mitochondria elongate, are spared from degradation and sustain 
cell viability. Nat. Cell Biol. 2011; 13:589–598. 
26.  Gomes  LC,  Scorrano  L.  Mitochondrial  morphology  in 
mitophagy and macroautophagy. Biochim. Biophys. Acta. 2013; 
1833:205‐212. 
27.  Vazquez‐Martin  A,  Cufi  S,  Corominas‐Faja  B,  Oliveras‐
Ferraros  C,  Vellon  L,  Menendez  JA.  Mitochondrial  fusion  by 
pharmacological  manipulation  impedes  somatic  cell 
reprogramming  to  pluripotency:  new  insight  into  the  role  of 
mitophagy in cell stemness. Aging. 2012;  4:393‐401. 
28.  Barbieri  E,  Battistelli M,  Casadei  L,  Vallorani  L,  Piccoli  G, 
Guescini  M,  Gioacchini  AM,  Polidori  E,  Zeppa  S,  Ceccaroli  P, 
Stocchi  L,  Stocchi  V,  Falcieri  E.  Morphofunctional  and 
Biochemical  Approaches  for  Studying  Mitochondrial  Changes 
during  Myoblasts  Differentiation.  J.  Aging  Res.  2011; 
2011:845379.  
29.  Ishihara  N,  Otera  H,  Oka  T,  Mihara  K.  Regulation  and 
physiologic  functions  of  GTPases  in  mitochondrial  fusion  and 
fission in mammals. Antioxid. Redox. Signal. 2013; 19:389‐399.  
30. Tesco G, Vergelli M, Grassilli E, Salomoni P, Bellesia E, Sikora 
E,  Radziszewska  E,  Barbieri  D,  Latorraca  S,  Fagiolo  U, 

  
www.impactaging.com                   308                                           AGING, April 2014, Vol. 6 No.4



Santacaterina S, Amaducci L, Tiozzo R et al. Growth properties and 
growth  factor  responsiveness  in  skin  fibroblasts  from  centena‐
rians. Biochem. Biophys. Res. Commun. 1998; 244:912‐916. 
31. Mondello C, Petropoulou C, Monti D, Gonos ES, Franceschi C, 
Nuzzo  F.  Telomere  length  in  fibroblasts  and  blood  cells  from 
healthy centenarians. Exp. Cell. Res. 1999; 248:234‐242.  
32.  Zhang  J,  Asin‐Cayuela  J,  Fish  J,  Michikawa  Y,  Bonafe  M, 
Olivieri F, Passarino G, De Benedictis G, Franceschi C, Attardi G. 
Strikingly higher frequency  in centenarians and twins of mtDNA 
mutation causing remodeling of replication origin  in  leukocytes. 
Proc. Natl. Acad. Sci. U S A. 2003; 100:1116‐1121. 
33. Bonafé M, Salvioli S, Barbi C, Trapassi C, Tocco F, Storci G, 
Invidia L, Vannini I, Rossi M, Marzi E, Mishto M, Capri M, Olivieri 
F, et al. The different apoptotic potential of  the p53  codon 72 
alleles  increases  with  age  and  modulates  in  vivo  ischaemia‐
induced cell death. Cell Death Differ. 2004; 11:962‐973.  
34. Zironi I, Gaibani P, Remondini D, Salvioli S, Altilia S, Pierini M, 
Aicardi G, Verondini E, Milanesi L, Bersani F, Gravina S, Roninson 
IB,  Franceschi  C,  et  al.  Molecular  remodeling  of  potassium 
channels in fibroblasts from centenarians: a marker of longevity? 
Mech. Ageing Dev. 2010; 131:674‐681. 
35. Lattanzi G, Ortolani M, Columbaro M, Prencipe S, Mattioli E, 
Lanzarini C, Maraldi NM, Cenni V, Garagnani P, Salvioli S, Storci 
G, Bonafè M, Capanni C, et al. Lamins are rapamycin targets that 
impact  human  longevity:  a  study  in  centenarians.  J.  Cell  Sci. 
2014; 127:147‐157.  
36. Greco M, Villani G, Mazzucchelli F, Bresolin N, Papa S, Attardi 
G.  Marked  aging‐related  decline  in  efficiency  of  oxidative 
phosphorylation  in  human  skin  fibroblasts.  FASEB  J.  2003; 
17:1706‐1708. 
37. Gomes AP, Price NL,  Ling AJ, Moslehi  JJ, Montgomery MK, 
Rajman  L,  White  JP,  Teodoro  JS,  Wrann  CD,  Hubbard  BP, 
Mercken  EM,  Palmeira  CM,  de  Cabo R  et  al. Declining NAD(+) 
induces a pseudohypoxic state disrupting nuclear mitochondrial 
communication during aging. Cell. 2013; 155:1624‐1638. 
38.  Calvaruso MA, Willems  P,  van  den  Brand M,  Valsecchi  F, 
Kruse  S,  Palmiter  R,  Smeitink  J,  Nijtmans  L.  Mitochondrial 
complex  III  stabilizes  complex  I  in  the  absence  of  NDUFS4  to 
provide partial activity. Hum. Mol. Genet. 2012; 21:115‐120. 
39.  Almaida‐Pagán  PF,  de  Costa  J,  Mendiola  P,  Tocher  DR. 
Changes  in  tissue  and  mitochondrial  membrane  composition 
during  rapid  growth,  maturation  and  aging  in  rainbow  trout, 
Oncorhyncus mykiss. Comp. Biochem. Physiol. B Biochem. Mol. 
Biol. 2012; 161:404‐412. 
40.  Paradies  G,  Petrosillo  G,  Paradies  V,  Ruggiero  FM. 
Mitochondrial dysfunction in brain aging: role of oxidative stress 
and cardiolipin. Neurochem. Int. 2011; 58:447‐457. 
41. Lenaz G, Genova ML. Kinetics of integrated electron transfer 
in  the  mitochondrial  respiratory  chain:  random  collisions  vs. 
solid state electron channeling. Am. J. Physiol. Cell Physiol. 2007; 
292:C1221‐1239. 
42.  McKenzie  M,  Lazarou  M,  Thorburn  DR,  Ryan  MT. 
Mitochondrial respiratory chain supercomplexes are destabilized 
in Barth Syndrome patients. J. Mol. Biol. 2006; 361:462‐469. 
43.  Tasseva G,  Bai HD, Davidescu M, Haromy  A, Michelakis  E, 
Vance  JE.  Phosphatidylethanolamine  deficiency  in Mammalian 
mitochondria  impairs  oxidative  phosphorylation  and  alters 
mitochondrial morphology. J. Biol. Chem. 2013; 288:4158‐4173. 
44.  Menendez  JA,  Alarcón  T,  Joven  J.  Gerometabolites:  the 
pseudohypoxic aging side of cancer oncometabolites. Cell Cycle. 
2014; 13:699‐709.  

45.  Raule  N,  Sevini  F,  Li  S,  Barbieri  A,  Tallaro  F,  Lomartire  L, 
Vianello D, Montesanto A, Moilanen JS, Bezrukov V, Blanché H, 
Hervonen A, Christensen K, et al. The co‐occurrence of mtDNA 
mutations on different oxidative phosphorylation  subunits, not 
detected by haplogroup analysis, affects human longevity and is 
population specific. Aging Cell. 2013; [Epub ahead of print]. 
46. Leontieva OV, Blagosklonny MV. M(o)TOR of pseudo‐hypoxic 
state in aging: rapamycin to the rescue. Cell Cycle. 2014; 13:509‐
515. 
47.  Rambold  AS,  Kostelecky  B,  Elia  N,  Lippincott‐Schwartz  J. 
Tubular  network  formation  protects  mitochondria  from 
autophagosomal  degradation  during  nutrient  starvation.  Proc. 
Natl. Acad. Sci. USA. 2011; 108:10190–10195. 
48.  Rambold AS,  Kostelecky  B,  Lippincott‐Schwartz  J.  Together 
we  are  stronger:  fusion  protects  mitochondria  from 
autophagosomal degradation. Autophagy. 2011; 7:1568‐1569. 
49. Baracca A, Sgarbi G, Padula A, Solaini G. Glucose plays a main 
role in human fibroblasts adaptation to hypoxia. Int. J. Biochem. 
Cell. Biol. 2013; 45:1356‐1365. 
50. Kiffin R, Bandyopadhyay U, Cuervo AM. Oxidative stress and 
autophagy. Antioxid. Redox. Signal. 2006; 8:152‐162. 
51.  Merrill  RA,  Dagda  RK,  Dickey  AS,  Cribbs  JT,  Green  SH, 
Usachev  YM,  Strack  S.  Mechanism  of  neuroprotective 
mitochondrial  remodeling  by  PKA/AKAP1.  PLoS  Biol.  2011; 
9:e1000612. 
52. Matarrese P, Tinari A, Ascione B, Gambardella L, Remondini 
D,  Salvioli  S,  Tenedini  E,  Tagliafico  E,  Franceschi C, Malorni W. 
Survival  features  of  EBV‐stabilized  cells  from  centenarians: 
morpho‐functional  and  transcriptomic  analyses.  Age  (Dordr). 
2012; 34:1341‐1359. 
53. Holloszy  JO,  Fontana  L.  Caloric  restriction  in  humans.  Exp. 
Gerontol. 2007; 42:709‐712. 
54. Omodei D, Fontana L. Calorie  restriction and prevention of 
age‐associated chronic disease. FEBS Lett. 2011; 585:1537‐1542.  
55. Sgarbi G, Baracca A, Lenaz G, Valentino LM, Carelli V, Solaini 
G.  Inefficient  coupling  between  proton  transport  and  ATP 
synthesis may be the pathogenic mechanism for NARP and Leigh 
syndrome  resulting  from  the  T8993G  mutation  in  mtDNA. 
Biochem. J. 2006; 395:493‐500. 
56.  Lowry  OH,  Rosenbrough  NJ,  Farr  AL,  Randall  RJ.  Protein 
measurement with the Folin phenol reagent. J. Biol. Chem. 1951; 
193:265‐275. 
57. Baracca A, Chiaradonna F, Sgarbi G, Solaini G, Alberghina L, 
Lenaz  G. Mitochondrial  Complex  I  decrease  is  responsible  for 
bioenergetic  dysfunction  in  K‐ras  transformed  cells.  Biochim. 
Biophys. Acta. 2010; 1797:314‐323. 
58. Solaini G, Sgarbi G, Baracca A. Oxidative phosphorylation  in 
cancer cells. Biochim. Biophys. Acta. 2011; 1807:534‐542. 
59. Troiano L, Ferraresi R, Lugli E, Nemes E, Roat E, Nasi M, Pinti 
M, Cossarizza A. Multiparametric analysis of cells with different 
mitochondrial  membrane  potential  during  apoptosis  by 
polychromatic flow cytometry. Nat. Protoc. 2007; 2:2719–2727. 
60.  Cossarizza  A,  Ferraresi  R,  Troiano  L,  Roat  E,  Gibellini  L, 
Bertoncelli L, Nasi M, Pinti M. Simultaneous analysis of reactive 
oxygen species and reduced glutathione content in living cells by 
polychromatic flow cytometry. Nat. Protoc. 2009; 4:1790‐1797. 
61.  Matarrese  P,  Garofalo  T,  Manganelli  V,  Gambardella  L, 
Marconi M, Grasso M, Tinari A, Misasi R, Malorni W, Sorice M. 
Evidence  for  the  involvement  of  GD3  ganglioside  in 
autophagosome  formation  and  maturation.  Autophagy.  2014; 
10:750‐765. 

  
www.impactaging.com                   309                                           AGING, April 2014, Vol. 6 No.4



SUPPLEMENTARY FIGURES 
 
 
 
 
 
 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

  
www.impactaging.com                   310                                           AGING, April 2014, Vol. 6 No.4

 

Supplementary Figure 1. IVM analysis after double immunostaining
of  cells  with  anti‐mitochondrion  (red)  and  anti‐Mfn1  (green)  and
counterstaining  with  Hoechst  (blue).  In  the  third  row,  the  co‐
localization  of Mnf1  and mitochondria  (yellow  fluorescence)  is well
evident in DFs from LLI only (left panel, merged picture). 

Supplementary  Figure  2.  Western  blot  analysis  performed  as
reported  in  Materials  and  Methods  section  by  using  an  anti‐DRP1
polyclonal antibody. To note that DFs from Old individuals expressed a
significantly  higher  amount  of DRP1 with  respect  to  Young  and  LLI.
Moreover, Mdovo‐1  treatment was able  to significantly  reduce DRP1
expression level in Old individuals only, but not in Young and LLI.


