SUPPLEMENTARY FIGURES

Supplementary Figure 1. Cognitive domains and the corresponding assessments
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Supplementary Figure 2. Volcano plots of effect sizes versus —log10 P values for all 1202 metabolites among BHS participants, according to cognitive domain

2a) Verbal memory domain (logical memory I test)
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2b) Verbal memory domain (logical memory II test)
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2¢) Verbal memory domain (logical memory II-recognition)
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2d) Attention and concentration domain (digit span forward test)
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2e) Attention and concentration domain (digit span backward)
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2f) Ability to decode domain (word reading test)
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2g) Executive function domain (trail making test B)
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Supplementary Figure 3. Correlations of metabolite modules with cognition

3a) Verbal memory domain (logical memory I test)
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3¢) Verbal memory domain (logical memory II-recognition test)
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3d) Attention and concentration domain (digit span forward test)
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3e) Attention and concentration domain (digit span backward test) 3g) Executive function domain (trail making test B)
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