SUPPLEMENTARY FIGURES

A o F I IFFEFIFREL Vo o P FL P LELEFTE TP o S
240 ¢ TR EEFEEETEITIITE F Ty FFOEEFEES g &
7
200 |
6 —

160

120

80

Transcripts Per Million (TPM)
Transcripts Per Million (TPM)
~
1

40

i 14
] | i
ki [l
[\ J ! |
P Y T Y XLy N T Y] S
RORA GEC L LR L ety &
A
BRCA Qverall Survival
o
o —* = — Low FAM83H-AS1 Group
N . — High FAM83H-AS1 Group
B i “iie.ooeee......lLogrank p=0.0091
= : o | HR¢high)=1.7
Y o S p(HR)=0.0099
s = n(high)=803
= > n{low)=268
Ly > o |
g T 5o
= Y »n
T A -
[=4 [ =
k=) Q<
5 - a
g N o
Q| e
o
=1 T S T T T T T
BRCA CTRL
(rum(h ‘;10 ¢ 26 0 50 100 150 200 250
num = , num =
Months
log,(HR)
= 10

(FamgaH-Ast) [ ] [ ] [l | [] | o

Profiled in Mutations

Genetic Alteration | Ampiication || Mo alterations

Supplementary Figure 1. FAM83H-AS1 is upregulated in breast cancer and predicts worse overall survival. (A) FAM83H-AS1
expression profile in a variety of cancers based on the GEPIA2 data. BRCA, breast cancer; T, tumor; N, normal. (B) FAM83H-AS1 expression
profile between breast cancer and normal control based on GEPIA 2 data. BRCA, breast cancer; CTRL, control; (C) Overall survival analysis
results between the low and the high FAM83H-AS1 expression groups in breast cancer patients based on GEPIA2 data. (D) Heat map which
shows the effect of FAM83H-AS1 on patients’ overall survival across multiple cancer types based on GEPIA2 data. (E) FAM83H-AS1 gene
mutation profile in breast cancer based on the data from cBioPortal.
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Supplementary Figure 2. Overexpression of FAM83H-AS1 markedly facilitated TNBC cell proliferation, migration and
invasion. (A) Relative FAM83H-AS1 expression in TNBC cells transfected with pcDNA-control or pcDNA-FAM83H-AS1 evaluated by qRT-PCR.
(B, C) CCK8 assays performed to determine the proliferation of TNBC cells transfected with pcDNA-control or pcDNA-FAM83H-AS1. (D, E)
Wound healing assays used to determine the migration capacity of MDA-MB-231 and MDA-MB-468 cells transfected with pcDNA-control or
pcDNA-FAMB83H-AS1. (F, G) The migration and invasion capacities of MDA-MB-231 and MDA-MB-468 cells transfected with pcDNA-control or
pcDNA-FAM83H-AS1 were assessed by transwell assays. * p < 0.05 compared to controls.
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Supplementary Figure 3. MiR-136-5p knockdown promotes cell proliferation, migration and invasion in TNBC. (A) Relative
miR-136-5p expression in TNBC cells transfected with inhibitor control or miR-136-5p inhibitor. (B, C) CCK8 assays used to determine the
proliferation of TNBC cells transfected with inhibitor control or miR-136-5p inhibitor. (D, E) Wound healing assays used to determine the
migration capacity of TNBC cells transfected with inhibitor control or miR-136-5p inhibitor. (F, G) The migration and invasion capacities of
TNBC cells transfected with inhibitor control or miR-136-5p inhibitor were assessed by transwell assays. * p < 0.05 compared to controls.
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Supplementary Figure 4. BCL2 was not the target gene regulated by miR-136-5p in TNBC. (A) The potential target genes of miR-
136-5p through bioinformatics analysis using miRPathDB and miRTarBase. (B) Relative BCL2 expression in TNBC cells transfected with either
miR-136-5p mimic or mimic control. ns, not statistically significant.
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Supplementary Figure 5. MTDH is upregulated in breast cancer and predicts worse overall survival. (A, B) Online analysis of
MTDH expression in breast cancer based on cBioPortal data. (C) Analysis of MTDH expression in breast cancer based on GEPIA 2 data. (D, E)
MTDH gene mutation profile in breast cancer based on the data from cBioPortal. (F, G) Overall survival analysis results between the low and
the high MTDH expression groups in breast cancer patients based on cBioPortal (F) and GEPIA2 (G) data.
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Supplementary Figure 6. MTDH knockdown inhibits cell proliferation, migration and invasion in TNBC. (A) Relative MTDH
expression in TNBC cells transfected with si-control or si-MTDH. (B, C) CCK8 assays used to determine the proliferation of TNBC cells
transfected with si-control or si-MTDH. (D, E) Wound healing assays used to determine the migration capacity of TNBC cells transfected with
si-control or si-MTDH. (F, G) The migration and invasion capacities of TNBC cells transfected with si-control or si-MTDH were assessed by

transwell assays. * p < 0.05 compared to controls.
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