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Supplementary Figure 1. Expression of aggrecan and Col Il mRNA in WT and L-PGDS-/- joints. Total RNA was extracted from the
joints of three-month-old L-PGDS-/- mice and their WT littermates (n=6 per genotype), and the levels of aggrecan and Col Il mMRNA were
determined by real-time RT-PCR. Results are expressed as -fold change, considering the value for WT mice as 1. *p<0.05 versus WT mice.

A

o WT *

q® L-PGDS-/- _&
& @&

IS
=)
1

(8]
o
L

Body weight (g)
#
i

3M 9M 15M

B

Fat mass (g)

N
g

—
i

WT

L-PGDS-/-

Supplementary Figure 2. Body weight and composition/fat content/fat mass of WT and L-PGDS-/- mice. (A) Body weight of WT
and L-PGDS-/- mice at 3, 9 and 15 months of age (n=8 mice/genotype/time point). (B) Fat mass/ Percentage of body fat of WT and L-PGDS-/-

mice at 15 months of age (n=8 mice/genotype). Data are presented as mean+SD. *p<0.05 versus WT mice.
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Supplementary Figure 3. L-PGDS deletion enhanced the expression of C1, 2C, NITEG and VDIPEN in cartilage. Knee joint
sections from 3- (n=6 mice per genotype) and 9-month-old mice (n=6 mice per genotype) were analyzed by immunohistochemistry for C1,2C,
NITEG and VDIPEN, as described in the Materials and Methods section. (A) Representative images of immunohistochemical staining for
C1,2C, NITEG and VDIPEN. Scale bars=100 um. (B) Percentage of positive stained area (C1,2C and VDIPEN), and positive chondrocytes (NITEG)
in WT (open symbols) and L-PGDS-/- (filled symbols) mice. Data are presented as median with interquartile range. *p<0.05 versus WT mice.
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