SUPPLEMENTARY FIGURES

= £ 2
K 518 Peazeis En
22 § o £
4 8
= 3 &
g £17 H
. = Z 21
p Z
Z =2
% L %6 ] =
" O
2 g 20
= =
g 19 2 z
= = A
o H
£ D ® 219
= H =
T 18 H S
2 £
o "m\‘ o id o gon 20 o i it ation in 00 i ction
i m\g\c; et S50 geleitd g;@‘a dow et e m‘,\‘uw e “0 aelet mp\v O o gt ;\m‘\\.f\c pe \.cﬂ‘s‘ ccp 06 ! e 82N
=20 Ty H Feazets ) Ery—
) H Z
3 - 20 H
o I3
% 15 g g 15
z Z Z
g g1s 2
c o o0
& =} =
o0
S —— 12 5
g 2 =3
s 2 2
= B B
Y Bt | - : B °
3 2 g 20 @ ®°
ation 0 oo iotd AeXion - feation A0 qeion iotold Aetion ion an oN \\\ eaon
‘,\m\j\\g‘;ﬂ et Eamﬁ' 2t EJ\PS‘“\WW A F\“‘“\é‘;m oo g 061 ws\\' o 8 ,\«ve‘ e e ﬂ;} gt Dm ol o dele
519 Feas é o Foeea £ > Foaiett
Z 2 Z
2 H 2
4 g g
= = -
Et ] 518
= v <
2 16 ] °
17 £ %
o pos )
g I:] 15 :1. 16
E g z
4 =
g 2 £ o
ERT Z 14 Z 14 °
Z E ° g
5 P il L = °
]
e =4
RO er g Lol ek o i on \m\ it ey «“\I\ Gon \md ciio®
A e o ;\‘,\\n,,. gele! A-'“’“m,- “um“”' g A N 0 86 Al \;»; ot B gl m o 86
P=0.0009 220 Po23 1 o ° P=0.00017
=) 2
g Z Z
g ] Z
bl o 14
Y % 519
=
g 219 -
s Z g
g E s
£ e &5
o
P 18 2
z 5 = =]
4 B [
o 5 217
z <l B
= 17 2
2 14 z
°
Ao T ——tY Jerion ot an on L ehd oD saon A GOR o oid Jeniod
J\m‘,\\r\c‘; - EDM ek “‘Pg,w““*‘ dete! M\p\‘,;‘: e 'é" ‘\:\‘.\\ oy f; o aelei N“\"‘éi.‘;- et EDE - e pmsm“u_ el
Po9se 15 E229 perzets & 22616
7 g
£ o
° g ° 5
19 G 220
g =< &
< Z ° =
1 =~ Z
Z E 2
< 17 z20 9
o ] ol
g £ 2 *
I E 19 ' £
=1 :
4 = 218
o] ]
& 18 E
13
on on n
\.cw\ e T 6 Jeion \.m\\ e £ a0 Jion MO gl oo e cdon
A Dip! palo® ae! AP P it P dele! p\\f\u “‘)“‘ht‘ B dele “wsm\\““' ¢!
20 o
P<22e16 £20 7 Pe22e-16
- S
2 g
z
210 z
& u
B Z1s
<
; [
Z 13 £
£ -
£ ] L
o =
4
Ear g
=] N 16
= £
© S
z 16 ]
= &
5
= 14
oD i
W\-\xﬁcﬂ umer & “m\mﬂ geretion m,\.mm s p\“ i D\v\md elesion

Supplementary Figure 1. Correlation between different CNV patterns of the 17 m6A regulatory genes and respective mRNA
expression levels.
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Supplementary Figure 2. The relationship between CNV of m6A regulatory genes and OS in EC patients.
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Supplementary Figure 3. The relationship between CNV of m6A regulatory genes and DFS in EC patients.
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Supplementary Figure 4. METTL14 mutation, SCNA status in diverse cancer types. (A) Mutation status. (B) sCNA status.
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Supplementary Figure 5. ZC3H13 mutation, SCNA status in diverse cancer types. (A) Mutation status. (B) sCNA status.
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Supplementary Figure 6. YTHDC1 mutation, SCNA status in diverse cancer types. (A) Mutation status. (B) sCNA status.
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Supplementary Figure 7. Potential regulatory mechanism of METTL14 dysregulation in EC. (A) A volcano map shows the
differential molecule, microRNA and IncRNA changes in patients with low METTL14 expression, An absolute log2-fold change (FC) > 1.5 and
false discovery rate (FDR) adjusted P value < 0.01 were used as the cutoff for significantly differentially expressed mRNA (DEMs) and 1
ncRNAs (DELs). Red represents significantly up-regulated genes. Blue represents genes that are significantly downregulated. Gray represents
genes that are not differentially expressed. (B) The bar graph shows that METTL14 is significantly rich in gene ontology terms. (C) The ceRNA
regulatory network (ceRNA) regulatory network in patients with low expression of METTL14. Red indicates disorder of IncRNAs; yellow

indicates disorder of mRNA; blue indicates disorder of microRNA.
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