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Supplementary Figure 1. The expression level correlation between IDH1 and DEGs. The red line represents the linear regression
equation, and the correlation was calculated by Spearman and Pearson algorithms simultaneously (with p-value). The yellow dots represent
samples with IDH1 mutations, the blue ones represent samples neither mutated and the white ones represent no profiled for mutations.
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Supplementary Figure 2. The immune correlation of key genes. The correlation between expression levels of key genes and tumor
purity or 6 classical immune cell infiltrations was calculated. Each dot represents a tumor sample. The blue line represents the correlation
curve.
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