SUPPLEMENTARY TABLE

Supplementary Table

Supplementary Table 1. Information of sgRNAs used in this study.

Name TSS Strand Sequence PAM On-target Off-target
distance score score

POLDIP2 151 - GACTTCCGCCCGCCGCGCGC CGG 345 83.4

CRISPRI

SgRNA1L

POLDIP2 11 - CTGACACAGAGCCCGACCCG CGG 64.0 49.0

CRISPRI

SgRNA 2

POLDIP2 139 + CGTCGACCACGACGACGCGG AGG 68.2 93.1

CRISPR KO

TSS distance is based on the transcription start site defined by Ensembl. On-target and off-target scores are based on [1].
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