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Supplementary Figure 1. Differential expression analysis of EGFR and PD-L1 in normal and ESCC tissues. Differential

expression of EGFR in unpaired (A) and paired ESCC samples and corresponding normal samples (B). Differential expression of PD-L1 in
unpaired (C) and paired ESCC samples and corresponding normal samples (D). *** represents P < 0.001.



A B 0.55 C 0.4
Tom | E— 2
NK CD56dim cells - —_— c
NK cells - —_— £ 0.50 3 03
=
Tgd - —@ 5 §
Th2 cells —® £ x
iDC 4 — £ 0457 Z 024
Pvalue 5 o
Macrophages —® = € - ° )
Th1 cells - o 075 i £ [oe ;:' o
0.50 0.40 1 £ g14°® se? ° Spearman
aDC e « r=0.405 E ’ LS 4 r=0.314
Cytotoxic cells . 025 ° P <0004 | W o P <0.001
T T T T
oc 4 b 2 4 6 8 2 4 5 3
Correlation . .
TReg [ The expression of EGFR The expression of EGFR
" Qo1 D Log, (FPKNH1) E Logy (FPKM+1)
TFH o O o2
T helper cells - L & O 03 °
0.55 4 e 0 L
T cells o— O 04 . 0.35 -
L] L
Neutrophils o— 3 e e © ol ©
o
B cells o—— % os0] £ s et = 0.30
=z 0 o *% 5
Mast cells - — 5 =
CD8 T cells —_— E £ 0251
=
pDC — E 04542 S
5 =
Tem - .7 £ * . "z w 0.20 A s *
NK CD56bright cells o——— w ee® o pgarman Pparman
. " 0.40 - 0% r=0.234 ® r=0.165
Eosinophils { _(——————— o 2 P=0003| 015 P =0036
Th17 cells . T ! ! ' 2 ;t :’i :3 .2 :1 ;i :3
-0.4 -0.2 0.0 0.2 04 The expression of EGFR The Exprest’iDo}?hﬁfFGFR
+ +
Correlation Logy (FPKM+1) 09z ( )
. ]
044 o * 0 0.64
w
°® 2 =
2 v ge *® ] Bos{ *° o o
Sosd &o ¢ = = oqe, ° a
m ® "'ﬁ', ° ol = & 0.60 1 0.0‘. e ° o Ry
5 i - e = o ool &t o °
™ ¢ , o0 * * o® 5 2 ° o . o =
For{immgys 0 |3 ponieanena. - 1
@ L o) =
L) [ ] [ L]
s ?&E‘C‘."‘\ £ E058{,@ %0 0 e® o = g
E ] fw ® ° g ] :‘c"’?‘ g w
w o &° "’ ® o ® Spearméh g Spearman | = .54 4 ., LSoe o Spearmén
: ¥~¢’- r=-0.159 r=-0.161 [ W o, * r=-018 % o P<0001
*8 oo P = 0044 P=0041| 0524 ®eo 4 P=0020 . }
0.0 = T T T T T T T T 02 - T T T
2 4 6 8 8 2 4 6 8 2 4 6 8
The expression of EGFR The expression of EGFR The expression of EGFR The expression of EGFR
J Log, (FPKM+1) K 0gy (FPKM+1) L Logs (FPKM+1) M 0gy (FPKM+1)
o Je
3 0% 1% 0.45 - ° ¢
8 [
- _ w
.-S.’ 0.50 'E_ %
£ % S 0.40 - O
c ~
t 8 0.45 1 B —
S 8 Lﬁ =
5 « 0.40 4 w5 0.351 §
£ z E 5
P
s S 0.35 1 £ 030 £
c € £ 9T £
w D ° . S L
Spearman | € g30de ° — o Spearman | 'E s O Spearman | €
r=-0323| & ® L e r=-0042 | W g5 . r=-0449 | * p o r=-0.492
024, ! o P: 0.001 | & 0.25 A i — F'I< 0.001 | o ! ¢ PI< 0.001 02, s ! . F'.< 0.001
2 4 6 8 2 4 6 8 2 4 6 8 2 4 6 8
The expression of EGFR The expression of EGFR The expression of EGFR The expression of EGFR
Log, (FPKM+1) Log, (FPKM+1) Log, (FPKM+1) Log, (FPKM+1)

Supplementary Figure 2. Correlation analysis of EGFR expression and immune cell infiltration in ESCC. (A) Lollipop plot
showing the correlation between EGFR expression and the level of infiltration of 24 immune cells. (B—-M) 12 immune cell infiltration levels
have a significant correlation with EGFR expression. (B) Tcm, (C) NK CD56dim cells, (D) NK cells, (E) Tgd, (F) B cells, (G) Mast cells, (H) CD8 T
cells, (1) pDC, (J) Tem, (K) NK CD56bright cells, (L), Eosinophils, (M) Th17 cells. A positive value of the correlation coefficient (r) indicates a
positive relationship between the two variables, and on the contrary, a negative value indicates a negative relationship. Abbreviations:
EGFR: Epidermal Growth Factor Receptor; ESCC: Esophageal Squamous Cell Carcinoma; Tcm: T central memory; NK: Natural Killer cells; Tgd:

T gamma delta; pDC: Plasmacytoid DC; Tem: T effector memory; Th17: T helper 17.
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Supplementary Figure 3. Correlation analysis of PD-L1 expression and immune cell infiltration in ESCC. (A) Lollipop plot
showing the correlation between PD-L1 expression and the level of infiltration of 24 immune cells. (B-T) 19 immune cell infiltration levels
have a significant positive correlation with PD-L1 expression. (B) Th1 cells, (C) NK CD56dim cells, (D) Cytotoxic cells, (E) aDC, (F) T cells, (G)
Treg, (H) Macrophages, (1) DC, (J) iDC, (K) TFH, (L), neutrophils, (M) Mast cells, (N) CD8 T cells, (O) Tcm, (P) B cells, (Q) T helper cells, (R) NK
cells, (S) pDC, (T) Tem. A positive value of the correlation coefficient (r) indicates a positive relationship between the two variables, and on
the contrary, a negative value indicates a negative relationship. Abbreviations: PD-L1: programmed death-ligand 1; ESCC: Esophageal
Squamous Cell Carcinoma; aDC: Dendritic cells; DC: Dendritic cells; iDC: immature Dendritic cells; Tfh: T follicular helper; Tcm: T central
memory; NK: Natural Killer cells; pDC: Plasmacytoid DC; Tem: T effector memory.



