SUPPLEMENTARY FIGURES
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Supplementary Figure 1. Kaplan-Meier curves of OS differences stratified by age, gender, M stage, N stage, T stage, and
pathological stage between the high-risk groups and low-risk groups.
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Supplementary Figure 2. The expression of immune checkpoints between high-risk groups and low-risk groups.
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Supplementary Figure 3. Quality control of GC single cells. (A-C) Correlation analysis between nFeature and nCount, mitochondrial
gene ratio and nCount, mitochondrial gene ratio and nFeature among different samples. (D-G) Violin plots of nFeature, nCount,
mitochondrial gene ratio and hemoglobin gene ratio between different samples before quality control screening. (H-K) Violin plots of
nFeature, nCount, mitochondrial gene ratio and hemoglobin gene ratio between different samples after quality control screening. (L) Cell PCA
dimensionality reduction analysis of different samples. (M) The reference map of principal components (PCs) selection.
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