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This article has been corrected:  The authors recently found that the Kaplan-Meier survival curves in Figure 4B, 
which should have presented data for CXCL9, were an unintentional duplication of the survival curves in 4A, which 
present data for CA9. The authors corrected the mistake. All data used in the study were from the TCGA public 
database and were generated using GEPIA online software. The authors apologize for any confusion or 
inconvenience caused by this error. 
 
The corrected version of Figure 4 is provided below. 
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Figure 4. CA9, CXCL9, and GIMAP7 regulate the immune infiltration of tumour microenvironment in PAAD. (A–C) The overall 
survival rate of the patients with PAAD were computed with the GEPIA web tool. (D–F) The Timer web tool was used to determine the 
association between the expression levels of CA9 (D), CXCL9 (E) and GIMAP7 (F) with the infiltration level of immune cells in PAAD samples. 
 


