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Supplementary Figure 1. 282 PANoptosis-associated IncRNAs significantly associated with survival.
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Supplementary Figure 2. K-M curves for the seven PANRI-associated IncRNAs.
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Supplementary Figure 3. Correlation of high- and low-risk subgroups with the expression levels of PANoptosis genes.
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Supplementary Figure 4. Consensus clustering analysis (CCA). (A) Delta area plots (k = 2-9). (B) Tracling plots for CCA (k = 2-9).
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